C-terminally truncated derivatives of Escherichia coli Hfq are proficient in riboregulation.
The prokaryotic Sm-like protein Hfq plays an essential role in the stability and function of trans-encoded small regulatory RNAs in enterobacteria that function in posttranscriptional control by base-pairing with cognate target mRNAs. Hfq associates with both regulatory RNA and target RNA, and its interaction promotes annealing. So far, mutational and structural studies have established that Escherichia coli Hfq contains two separate RNA binding sites that are part of the conserved N-terminal portion of the protein. Moreover, it has been suggested that the nonconserved C-terminal extension of E. coli Hfq might constitute a third RNA interaction surface with specificity for mRNA. However, the role of the C-terminus has not been fully resolved but is clearly important for a complete understanding of Hfq function in posttranscriptional regulation and RNA decay. Here we examined the ability of E. coli Hfq derivatives, consisting of the conserved core and short C-terminal extensions, to support the regulation of rpoS expression and riboregulation by various well-characterized small regulatory RNAs. Our data show that, in all cases tested, the truncated proteins are fully capable of promoting posttranscriptional control, indicating that the C-terminal tail of E. coli Hfq plays a small role or no role in riboregulation.